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Cicer super-pangenome provides insights into species
evolution and agronomic trait loci for crop
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Table 1] Statistical features of eight wild Cicer genomes

Assembly C.reticulstum C. echinospermum C.bijugum C. judaicum C. c. c c.
cuneatum

Total assembly size 89525 73427 43497 4666 64391 54579 566.7%6 565.22

(Mb)

Number of scaffolds 33,080 3445 1,832 1324 30,683 22,096 nizs 2,038

Longest scaffold (Mb) 10919 10765 2636 307 7863 686 75.74 8285

Number of scaffolds 8 8 n 12 8 9 8 8

>10Mb

N50 scaffold length 6033 92n 6.76 9.24 531 54an 5962 75.06

(Mb)

Assembly anchored in 65.23 88.32 - - n 8385 8322 99.32

pseudomolecules (%)

Total transposable 589 51.37 4964 52,02 5621 4412 4789 566

element ratio (%)

GCcontent (%) 32.89 3229 30.05 3084 3204 31.75 31.86 3255

Number of genes. 28627 27649 239N 23,516 24716 25579 26,993 23,890

Mean gene length(bp)  4,2935 4,362.46 4,582.07 457858 4551.47 4,59359 46N.78 4,435.23

Number of annotated 28,047 27323 23730 23314 24,490 313 26515 23630

genes

Number of miRNA 106 101 87 87 o8 87 95 86

genes

Number of tRNA genes 865 696 644 600 791 687 643 701

Number of rRNA genes 3,878 4,532 1391 1,576 2827 69,699 7663 1151

Number of snoRNA 813 776 682 603 824 592 636 666

genes

Number of 1297 1252 700 an 881 920 1141 1173

pseudogenes
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